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Created after their kind



Chimpanzee was chosen as the closest 
living ancestor to human 



Standard evolutionary 
tree (phylogeny) for 

human evolution



Morphological and molecular 
mosaics between humans and apes



Alpha motif protein 11 ACAP3



“For about 23% of  our 
genome, we share no 

immediate genetic ancestry 
with our closest living 

relative, the chimpanzee”

Ebersberger, I. et al., 2007, “Mapping human genetic 
ancestry.” Journal of Molecular Biology and Evolution 



“in 30% of  the genome, gorilla is 
closer to human or chimpanzee 
than the latter are to each other.”

Scally, A. et al. 2012. Insights into hominid evolution from the gorilla 
genome sequence. Nature. 483 (7388): 169-175.



Is the DNA of human and 
chimpanzees 98 to 99% identical



“About two thirds could be 
unambiguously aligned to DNA 

sequences in humans”

Ebersberger, I. et al. 2002. Genomewide Comparison of DNA 
Sequences between Humans and Chimpanzees. American 
Journal of Human Genetics. 70 (6): 1490-1497.



Human and chimp 
genomes only 66 to 87% 
similar when omitted 
data is factored back in.



((.9577 x 2.4 Gb) / 2.85 Gb) =  81% 

((% alignment Identity x amount aligned) / 2004 human genome size) x 100



How have evolutionists achieved 
estimates of high similarity?

1. Omitted non-similar regions of the 
genome 

2. Compared only highly similar 
segments

Cherry Picking the data...







Page-by-page 
sequencing strategy

Human Genome 
Sequencing Project



Chimp - All-at-once sequencing strategy

• Shred the whole book(s) 
into small pieces of paper 

• Decipher the words on each 
fragment 

• Look for overlaps to 
assemble everything at 
once



Human chromosome (reference sequence) 

Chimp 
sequence 

reads

Gaps

Reconstructed chimp chromosome based on human 





“the higher-quality human genome assemblies 
have often been used to guide the final stages of 
nonhuman genome projects, including the order 
and orientation of sequence contigs and, perhaps 
more importantly, the annotation of genes”  

“This bias has effectively “humanized” other ape 
genome assemblies”

June 2018



“…nonhuman primate genomes have not been 
finished to the same standard as the human 
reference genome and typically carry hundreds 
of thousands of gaps precisely over these 
regions of complex genetic variation.”



2011

2016





Questions: 

• Is the chimpanzee genome accurately 
assembled? 
• Is human DNA contamination a problem in 

the chimpanzee genome? 



What is the actual DNA similarity 
between humans and 

chimpanzees and how can this be 
determined?



TTTCCACCCTTACAGCTAAAT      
|||||||||||||||||||||   
TTTCCACCCTTACAGCTAAAT

DNA Similarity 

100%

Human

Chimp



27/28 bases match 

96% similarity

TTAAGCTCCACCCTTACAGCTAAACGGC      
||||||| ||||||||||||||||||||   
TAAGTTCACACCCTTACAGCTAAACGGC

Human

Chimp



   TTTCACACTCCTT-ACAGCTAAATTTGCGCCGCTTA--GCTAAATG 
   |||| ||| |||| ||||||||      ||||||||  ||||||||                              
   TTTCGCACGCCTTAACAGCTAA------GCCGCTTACGGCTAAATG

Indel (insertion/deletion)Substitutions

indelIndel (gap)
Identity based on: 

Substitutions => 46/48 or 98% 

Substitutions + indels => 39/48 or 81%

The Big Question… 
   

What gets included and what gets thrown out?



Sampled 25,000 DNA sequences at random from each 
of 101 data sets – total 2.5 million.   
DNA sequences were on average 704 bases long



1

2

3

4

  Query TTTCCGCCCTTACAGCTAAAT 
        ||||| |||||  ||||||||   
Subject TTTCCACCCTT--AGCTAAAT

Best hit

Chromosome



2002 2011

TIME

2005



     Years             DNA similarity 

2002-2004              92%                     
2005-2011              85%

Contamination



• 18,000 segments of high-quality chimp 
unbiased DNA sequence 

• Average 30,000 bases each 
• Matched (aligned) onto human genome

New research at ICR…

• Alignments were 10,000 bases on average 
• Ave identity of the alignments = 84%



“The percentage of 
nucleotides in the human 
genome that had one-to-
one exact matches in the 
chimpanzee genome was 
84.38%” (2018)

https://discourse.biologos.org/t/human-chimp-genome-similarity/38409/121

Richard Buggs, PhD
Professor of Evolutionary Genomics

https://discourse.biologos.org/t/human-chimp-genome-similarity/38409/121


The evolutionary problem with 84% 

Theoretical evolutionists need a 98.5 to 
99% genome similarity to explain human 
evolution with known mutation rates in 3 
to 6 million years time since a common 
ancestor with chimps.



The human genome is devolving 
not evolving





Tennessen, J.A. et al., Evolution and functional impact of rare coding variation from deep 
sequencing of human exomes, Science 337:64–69, 2012 | doi:10.1126/ science.1219240. 

Fu, W. et al., Analysis of 6,515 exomes reveals the recent origin of most human 
protein-coding variants, Nature 493:216–220, 2013 | doi:10.1038/nature11690. 



All Apes Humans



• Australopithecus afarensis 
discovered by Donald Johanson in 
Ethiopia in 1974. 

• About 40% complete 
• Dated ~3 million years old 
• Claimed bipedal (walked upright)

Lucy



Did Lucy Walk Upright?

I walked over to the cabinet, pulled 
out Lucy, and shazam! – she had the 
morphology that was classic for 
knuckle walkers.” 

E. Stokstad, “Hominid Ancestors May Have Knuckle 
Walked,” Science, 2000. 



“A. anamemsis and A. afarensis 
the latter represented by the 
famous skeleton known as Lucy – 
had wrists capable of locking the 
hands in place during knuckle 
walking” 

“Lucy on the ground with knuckles” Science News, 
April 8, 2000    

(Reference to p.235 Nature, March 23, 2000)



“Regardless of the status of 
Lucy’s knee joint, new 
evidence has come forth 
that Lucy has the 
morphology of a knuckle-
walker.” 

Richmand and Strait, “Evidence that 
Humans Evolved from Knuckle-Walking 
Ancestor,” Nature, 2000. 



“Although the transition from Australopithecus 
to Homo is usually thought of as a momentous 
transformation, the fossil record bearing on the 
origin and earliest evolution of Homo is virtually 
undocumented.”

2016



Homo erectus

• Sloping 
forehead 

• Pronounced 
brow ridge

Neanderthal



What About the Neanderthals and 
So-Called Primitive Traits? 

 





Pronounced Brow Ridge



Rugby players with a pronounced 
supraorbital ridge and sloping forehead



Nikolay Valuev  
Former professional boxer, Current Member of Russian Parliament

• Sloping forehead 
• Pronounced brow ridge



Pronounced Sagittal Crest



Human variation NOT evolution



Genesis 1:27 

So God created man in His own 
image; in the image of God He 
created him; male and female He 
created them.







Romans 5:12 

Therefore, just as through one man sin 
entered the world, and death through 
sin, and thus death spread to all men, 
because all sinned.

I Corinthians 15:22 

For as in Adam all die, even 
so in Christ all shall be made alive. 
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